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7 <110> APPLICANT: Sinskey, Anthony J. 
10 Lessard, Philip A. 

13 Willis, Laura B. 

22 <120> TITLE OF INVENTION: Pyruvate Carboxylase from Corynebacterium glutamicum 

28 <130> FILE REFERENCE: 1533.0790002 
^> 33 <140> CURRENT APPLICATION NUMBER; US/10/045,072 
^> 33 <141> CURRENT FILING DATE: 2002-01-15 

33 <150> PRIOR APPLICATION NUMBER: US 09/677,575 
36 <151> PRIOR FILING DATE: 2000-10-03 
42 <150> PRIOR APPLICATION NUMBER: US 09/220,081 
45 <151> PRIOR FILING DATE: 1998-12-23 
51 <160> NUMBER OF SEQ ID NOS : 39 
57 <170> SOFTWARE: Patentln Ver. 2.0 
63 <210> SEQ ID NO: 1 
66 <211> LENGTH: 3621 
69 <212> TYPE: DNA 

72 <213> ORGANISM: Corynebacterium glutamicum 
78 <220> FEATURE: 
81 <221> NAME/KEY: CDS 
84 <222> LOCATION: ( 199 )..( 3621 ) 
90 <400> SEQUENCE: 1 

93 tggggcgggg ttagatcctg gggggtttat ttcattcact ttggcttgaa gtcgtgcagg 60 
99 tcaggggagt gttgcccgaa aacattgaga ggaaaacaaa aaccgatgtt tgattggggg 120 
105 aatcgggggt tacgatacta ggacgcagtg actgctatca cccttggcgg tctcttgttg 180 
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Ala 


Asp 


Arg 


Phe 


Glu 


Leu 


He 




753 




845 










850 










855 












759 


gaa 


gac 


aac 


tac 


gca 


gee 


gtt 


aat 


gag 


atg 


ctg 


gga 


cgc 


cca 


ace 


aag 


2823 


762 


Glu 


Asp 


Asn 


Tyr 


Ala 


Ala 


Val 


Asn 


Glu 


Met 


Leu Gly Arg 


Pro 


Thr 


Lys 




765 


860 








865 










870 










875 




771 


gtc 


acc 


cca 


tec 


tec 


aag 


gtt 


gtt 


ggc 


gac 


etc 


gca 


etc 


cac 


etc 


gtt 


2871 
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774 


Val 


Thr 


Pro 


Ser 


Ser. 


Lys 


val 


Val 


Gly 


Asp 


Leu 


Ala 


Leu 


His 


Leu 


Val 




777 










880 










885 










890 






783 


ggt 


gcg 


ggt 


gtg 


gat 


cca 


gca 


gac 


ttt 


get 


gee 


gat 


cca 


caa 


aag 


tac 


2919 


786 


Gly 


Ala 


Gly Val 


Asp 


Pro Ala Asp 


Phe 


Ala 


Ala 


Asp 


Pro 


Gin 


Lys 


Tyr 




789 






895 










900 










905 








795 


gac 


ate 


cca 


gac 


tct 


gtc 


ate 


gcg 


ttc 


ctg 


cgc 


ggc 


gag 


ett 


ggt 


aac 


2967 


798 


Asp 


lie 


Pro 


Asp 


Ser 


Val. 


He 


Ala 


Phe 


Leu 


Arg 


Gly 


Glu 


Leu 


Gly 


Asn 




801 




910 










915 










920 










807 


cct 


cca 


ggt 


ggc 


tgg 


cca 


gag 


cca 


ctg 


cgc 


acc 


cgc 


gca 


ctg 


gaa 


ggc 


3015 


810 


Pro 


Pro 


Gly 


Gly 


Trp 


Pro 


Glu 


Pro 


Leu 


Arg 


Thr 


Arg 


Ala 


Leu 


Glu 


Gly 




813 




925 










930 










935 










3063 


819 


cgc 


tec 


gaa 


ggc 


aag 


gca 


cct 


ctg 


aeg 


gaa 


gtt 


cct 


gag 


gaa 


gag 


cag 


822 


Arg 


Ser 


Glu 


Gly 


Lys 


Ala 


Pro 


Leu 


Thr 


Glu 


val 


Pro 


Glu 


Glu 


Glu 


Gin 




825 


940 










945 










950 










955 




831 


gcg 


cac 


etc 


gac 


get 


gat 


gat 


tec 


aag 


gaa 


cgt 


cgc 


aat 


age 


etc 


aac 


3111 


834 


Ala 


His 


Leu 


Asp 


Ala 


Asp 


Asp 


Ser 


Lys 


Glu 


Arg 


Arg 


Asn 


Ser 


Leu 


Asn 




837 










960 










965 










970 






843 


cgc 


ctg 


ctg 


ttc 


ccg 


aag 


cca 


acc 


gaa 


gag 


ttc 


etc 


gag 


cac 


cgt 


cgc 


3159 


846 


Arg 


Leu 


Leu 


Phe 


Pro 


Lys 


Pro 


Thr 


Glu 


Glu 


Phe 


Leu 


Glu 


His 


Arg 


Arg 




849 






975 










980 










985 








855 


cgc 


ttc 


ggc 


aac 


acc 


tct 


gcg 


ctg 


gat 


gat 


cgt 


gaa 


ttc 


ttc 


tac 


ggc 


3207 


858 


Arg 


Phe 


Gly Asn 


Thr 


Ser 


Ala 


Leu 


Asp 


Asp 


Arg 


Glu 


Phe 


Phe 


Tyr 


Gly 




861 




990 










995 








1000 










867 


ctg 


gtc 


gaa 


ggc 


cgc 


gag 


act 


ttg 


ate 


cgc 


ctg 


cca 


gat 


gtg 


cgc 


acc 


3255 


870 


Leu 


val 


Glu 


Gly 


Arg 


Glu 


Thr 


Leu 


He 


Arg 


Leu 


Pro 


Asp 


Val 


Arg 


Thr 




873 


1005 








1010 








1015 












879 


cca 


ctg 


ett 


gtt 


cgc 


ctg 


gat 


gcg 


ate 


tct 


gag 


cca 


gac 


gat 


aag 


ggt 


3303 


882 


Pro 


Leu 


Leu 


Val 


Arg 


Leu 


Asp 


Ala 


He 


Ser 


Glu 


Pro 


Asp 


Asp 


Lys 


Gly 




885 


1020 






1025 








1030 








1035 




891 


atg 


cgc 


aat 


gtt 


gtg 


gee 


aac 


gtc 


aac 


ggc 


cag 


ate 


cgc 


cca 


atg 


cgt 


3351 


894 


Met 


Arg 


Asn 


Val 


Val 


Ala 


Asn 


Val 


Asn 


Gly 


Gin 


He 


Arg 


Pro 


Met 


Arg 




897 






1040 








1045 








1050 




3399 


903 


gtg 


cgt 


gac 


cgc 


tec 


gtt 


gag 


tct 


gtc 


acc 


gca 


acc 


gca 


gaa 


aag 


gca 


906 


Val 


Arg 


Asp 


Arg 


Ser 


Val 


Glu 


Ser 


Val 


Thr 


Ala 


Thr 


Ala 


Glu 


Lys 


Ala 




909 






1055 








1060 








1065 








915 


gat 


tec 


tec 


aac 


aag 


ggc 


cat 


gtt 


get 


gca 


cca 


ttc 


get 


ggt 


gtt 


gtc 


3447 


918 


Asp 


Ser 


Ser 


Asn 


Lys 


Gly 


His 


Val 


Ala 


Ala 


Pro 


Phe 


Ala 


Gly 


Val 


Val 




921 




1070 








1075 








1080 








3495 


927 


acc 


gtg 


act 


gtt 


get 


gaa 


ggt 


gat 


gag 


gtc 


aag 


get 


gga 


gat 


gca 


gtc 


930 


Thr 


Val 


Thr 


Val 


Ala 


Glu 


Gly Asp 


Glu 


Val 


Lys 


Ala 


Gly 


Asp 


Ala 


Val 




933 


1085 








1090 








1095 












939 


gca 


ate 


ate 


gag 


get 


atg 


aag 


atg 


gaa 


gca 


aca 


ate 


act 


get 


tct 


gtt 


3543 


942 


Ala 


He 


He 


Glu 


Ala 


Met 


Lys 


Met 


Glu 


Ala 


Thr 


He 


Thr 


Ala 


Ser 


val 




945 


1100 






1105 








1110 








1115 




951 


gac 


ggc 


aaa 


ate 


gat 


cgc 


gtt 


gtg 


gtt 


cct 


get 


gca 


acg 


aag 


gtg 


gaa 


3591 


954 


Asp 


Gly 


Lys 


He 


Asp 


Arg 


val 


Val 


Val 


Pro 


Ala 


Ala 


Thr 


Lys 


Val 


Glu 




957 






1120 








1125 








1130 






963 


ggt 


ggc 


gac 


ttg 


ate 


gtc 


gtc 


gtt 


tec 


taa 














3621 


966 


Gly Gly 


Asp 


Leu 


He 


Val 


Val 


Val 


Ser 



















UJse cfn and/or Xaa has been detected in the Sequence listing, 
Ssview the Sequence Listing to insure a con-esponding 
explanation is presented in the <220> to <223> fields of 
each sequence using n or Xaa. 
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